33033300
N 33Q330L V3LOLIWIBY
MOMOIBMBdY 0063BXOOMBS Lg (8/b03)
6333930 BLSOL b3BHOLLOL IMEOGN0 0° W
1 [63060m 35303600 83bS (538) 1049

OM630OMHIC0 303HMBL MM

Lactobacillus spp.

‘ 6MGHISWIMH0 3036-MBLMED
3 [Staphylococcus spp. 56 3960L5DOIMS
4 |Streptococcus spp. 1030 -1,9 (1,2-1,6 %)
5 |Corynebacterium spp. 1046 -0,3 (46-621 %)
6 [6m®dscrr@o BozmmEBrms, byghomm s 1046 03 47-64%) WM
7  |Gardnerella vaginalis 56 360bsDEIOS ]
8 |Megasphaera spp. /Veillonella spp. /Dialister spp. 1034 -0,9 (10-14 %)
9  [Sneathia spp. / Leptotrichia spp. / Fusobacterium spp. 56 3960L5DEIMS ]
10 |Ureaplasma urealyticum* 56 goBoLBZOS ]
11 |Ureaplasma parvum* 56 goBoLBZOS ]
12 |Mycoplasma hominis* 56 goBoLBZOS ]
13 |Atopobium cluster 1036 -1,3 (4-5 %)
14 85dH9OOIO 35306mBOL 33630M5GGBNMB ©353d0MYdMO 1038 A1 (7-9%)

03036mMM60H3gd0, LagHmNM G5mEIHMdS

‘ 306 M600) 360)M3I6IG0 S65IMHMBIL0 303OM-MEMH3O6033300

15 |Bacteroides spp. / Porphyromonas spp. / Prevotella spp. 1043 -0,6 (21-28 %)

16 |Anaerococcus spp. 103° 1,0 (9-12 %)

17 |Peptostreptococcus spp. / Parvimonas spp. 104! -0,8 (14-19 %)

18 |Eubacterium spp. 1042 -0,7 (17-23 %)

19 306MdOM 3500096090 5659GHMIMO Jo3OM-MMY60BIIBO, LygBmem 1047 01(61-82%)
5029600

‘ 306Ms00) 360)M3I6IG0 303GM-MEM336083d60 Haemophilus spp.

3060300 300M336IG0 803GM-MG306083300 Pseudomonas aeruginosa / Ralstonia spp. / Burkholderia spp.

Pseudomonas aeruginosa / Ralstonia spp. /Burkholderia spp. 56 3560L5BEIMS _

‘ 306 Ms00) 360)M3I6IGN 3036 M-MEB96083380 Enterobacteriaceae / Enterococcus spp.

Enterobacteriaceae / Enterococcus spp. 56 3560L5bEIMS _

‘ LOBIIOOL 3b3d3LO LMIMIBN

Candida spp.*

‘ 53abMBE030 3300) 33PHFPIBN 36MMBIFIMN N3MMEOM36033I0

56 g360LsbOgMs

24 |Mycoplasma genitalium** 56 3560L5B3OS
25 |Trichmonas vaginalis** 56 3560L5B3OS
26 |Neisseria gonorrhoeae 56 3560L5BEIOS
27 |Chlamydia trachomatis** 56 3560L5DEIOS

130-0b %

* (omgbmdM0g0 sBarobo Lg(X)
** 330LmdM030 Sbsrobo
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bessﬁb: 56596MdME0o 30360MMmM60HIPOOL 35BOOO 3M6336GMs300m g3dmf3gwo oldombo.




